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Abstract. The longest common subsequence (LCS) problem is a fundamental
algorithmic problem. Given a pair of strings, the problem asks for the length
of the longest string that is a subsequence in both input strings. A similar
problem is known in bioinformatics as sequence alignment. In previous works,
we have developed an algebraic framework for the LCS problem and its rel-
atives, based on the Hecke monoid of �sticky braids�, and its representation
by integer tropical matrices. Application of this framework has led a num-
ber of researchers to important insights and signi�cant improvements in the
state of the art of string comparison algorithms, in particular those dealing
with parallelism, dynamically changing strings, and compressed strings. There
also are strong connections between our framework and existing work on the
combinatorial aspects of the LCS problem, in particular the open problem
asking for the asymptotics of the LCS length for a pair of random strings.
We survey some established and more recent results in this area. We also pro-
vide an extensive bibliography, aiming to help the reader to navigate related
publications across diverse research areas and communities.
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